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1 

ATGAGGCAACTAAACCCTTGCAGCCAAGAGTTGCAATCACCACTIACAATCATATCTGCCG 
M R Q L N P Cys SQELQSPQQSYLQ 

61 

CAGCCATATCCACAAAACCCATATCTACCGCAAAAACCATTTCCAGTGCAGCAACCGTTT 
QPYPQNPYLPQKPFPVQQPF 

121 

C AC AC AC C C C AAC AAT AT T T C C CC TAT C T ACC AGAGGAAT TGTTTCCC C AAT AT C AAAT A 
HTPQQY FPYLPEELFPQYQI 

181 

C C AT^.C C C C C C T AC AAC C AC AAC AAC C AT T C C C C CAJ\C AAC C AC AAC AJIC C T C T T C C T C G G 
PTPLQPQQPFPQQPQQPLPR 



C C C C AACAJVC C ATT C C C C T GG C AAC C AC AAC AAC C AT T T CC C C AGCC C C AAGAAC CAAT T 
PQQPFPWQPQQPFPQPQEPI 

301 

C C C C AG C AAC C AC AAC AAC C AT T C C C AC AGC AAC C ACAACAAC CAT T C C C AC AG C AAC C A 
PQQPQQPFPQQPQQP FPQQP 

361 

CAACAAATAATTTTCCAGCAACCCCAACAATCATACCCTGTGCAACCTCAACAGCCATTT 
QQI IFQQPQQSYPVQPQQPF 

4 21 4 7 7 

CCTCA/^-CAJ^XCTCAaCCAGTCCCCCAACAA GCT TCA TGCATATGGAGTATGGTCTAG 
PQQPQPVPQQ A S Cys I W S M V*** 



Figure 3 
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Hindlll 1 5 

aagctt ctACCACTCCCACCGCCGTGGCTGTGACTTTCGATCTGACAGCTACCACCACCTAC 
ASTTPTAVAVTFDLTATTTY 

114 

GGCGAGAACATCTACCTGGTCGGATCGATCTCTCAGCTGGGTGACTGGGAAACCAGCGAC 
GENIYLVGS ISQLGDWETSD 

174 

GGCATAGCTCTGAGTGCTGACAAGTACACTTCCAGCGACCCGCTCTGGTATGTCACTGTG 
GIALSA-DKYTSSDPLWYVTV 

234 

ACTCTGCCGGCTGGTGAGTCGTTTGAGTACAAGTTTATCCGCATTGAGAGCGATGACTCC 
7LPAGESFEYKFIRIESDDS 

294 

GTGGAGTGGGAGAGTGATCCCAACCGAGAJVTACACCGTTCCTCAGGCGTGCGGAACGTCG 
VEWESDPNREYTVPQACGTS 

3 21 Ndel 

AC C G C G AC G G T G AC T G AC AC C T G G C G GT GCATATGG 
TATVTDTWRCIW 



Figure 4 
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Hindi I I 5/ 

AAGCTTTCGGCAATGAAGATTGCACCCCATGGATGAGTACTCTGATCACTCCACTCCCAAGC 

AI GNEDC TPWMSTLI TPLPS 
CM17 T 

117 

TGCCGTGACTATGTGGAACAACAAGCATGTCGCATCGAAACGCCCGGGTCGCCGTACCTC 
CRDYVEQQACRIETPGSPYL 
N...E M..P.-- 

177 

GCCAAGCAGCAGTGCTGTGGGGAGCTTGCAAACATTCCGCAGCAGTGCCGATGCCAGGCG 
AKQQCC-GELANIPQQCRCQA 

. E . . E Q -: • • 

237 

CTGCGCTACTTCATGGGGCCGAAGTCTCGTCCGGATCAGAGCGGCCTCATGGAACTCCCC 
LRYFMGPKSRPDQSGLMELP 



297 

GGATGCCCTAGGGAGGTGCAGATGGACTTCGTGAGGATACTCGTCACGCCGGGGTACTGC 
GCPREVQMDFVRILVTPGYC 
N . . P 

354 

AACTTGACGACCGTTCACAACACTCCGTACTGCCTCGCTATGGAGGAGTCTCAGTGG 
N L T T V H N T P Y C L A M E E S Q W 
G 

35" Ndel 
AGCTGCATATGG 

S C I W 



Figure 5 
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Hindlll 57 

aagctT ACGATGTTGCTGGCGGGGGTGGTGCTCAACAATGCCCTGTAGAGACAAAGCTAAAT 
AYDVAGG GGAQQC PVETKLN 

117 

TCATGCAGGAATTACCTGCTAGATCGATGCTCAACGATGAAGGA-TTTCCCGGTCACCTGG 
SCRNYLLDRCSTMKDFPVTW 

177 

CGTTGGTGGAAATGGTGGAAGGGAGGTTGTCAAGAGCTCCTTGGGGAGTGTTGCAGTCGG 
RWWKWWKGGCQELLGECCSR 

237 

CTCGGCCJiJ\ATGCCACCGCAATGCCGCTGCAJVCATCATCCAGGGGTCAATCCAAGGCGAT 
LGQMPPQCRCNI IQGS IQGD 

297 

CTCGGTGGCATCTTCGGATTTCAGCGTGATCGGGCAAGCAAAGTGATACAAGAAGCCAAG 
LGGI FGFQRDRASKVI QEAK 

300 

ATi.CCTGCCGCCCAGGTGCAACCAGGGCCCTCCCTGCAACATCCCCGGCACTATTGGCTAT 
NLPPRCNQGPPCNIPGTIGY 

3 63 Ndel 

T AC T G Gt g catatgg 

Y W C I W 



Figure 6 
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Figure 13. 
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Figure 14 
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N repl 



binding domain in another protein 




ANG/insert/Cys7Cys236 



|N Irepl 



{ rgp2 



[binding docnain} C 



Figure 15 



600 bp 



Bx17 promoter 



ANG/lnsert/Cys7Cyiiinme 



Figure 16 
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Figure 17 
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Figure 19 



